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How might forest management influence
landscape-level genetic diversity? Q
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Activity 1: Genetic diversity in seedlots

o

Use existing genomic datasets from AdapTree and CoAdapTree to
guantify and compare genetic diversity in orchard and natural
seedlots, and compare measures from genomic data to indirect
estimates used to rate seedlots

)

Lodgepole Pine Natural Seedlots Orchard Seedlots

00 .

Interior Spruce

Genomic Estimates Indirect Estimates




Activity 1: Effective Population Size

%)
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SNP B

Gamete Production

Male (pollen) and female (seed)
contributionsused to calculate
parental contributionand overallN,

Linkage Disequilibrium
Alleles at different unlinked loci will
become more correlated as genetic

drift increases

Sibship Frequency
Relatedness among samples will
increase as N, decreases



Seedlot_Type

Available Data

Seedlot_Type

® Natural ® Natural
A Orchard A Orchard
Breeding Zone Breeding Zone
BV_high ® BV_low
® BV_low ® EK_all
® CP_low ® NE_low
® EK_high ® NE_mid
® EK_low ® PG_high
® NE_low ® PG_low
® PG_high PR_mid
PG_low TO_low
TO_low
6 Breeding Zones 8 Breeding Zones
e 12 orchard seedlots e 11 orchard seedlots
* 34 natural seedlots 26 natural seedlots
* 50,298 SNP array * 51,029 SNP array

e 7,467 control SNPs e 4,493 control SNPs
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Activity 2: Genetic diversity in stands

- : N
Genotype orchard parents, seedlots, and established planted stands

\

that reflect multiple selection pressures to examine shifts in genetic
diversity and composition across stages and scales.
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Activity 3: Landscape diversity

management scenarios.

e : . : : )
Use a population genetic simulation model to predict genetic diversity
and survival across several generations into the future, testing multiple

J

Natural
regeneration
@ Genetic
characteristics
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Planting @
area —
. seedlot genetic _generations
diversity into the future

N\

Survival and
genetic data
are measured

Ll 3 Gene flow $$

£ Climate change can
among stands allows

occur through time

for natural regeneration




e

(s %o
%“mﬁ.’ﬂfﬂﬂ ,« ".

LS
N

..‘/,,.u ARSI
#. 4wty A 51

IS

%2 0 NRAY RS £ fesn % : - " p
AT SRR e e
R R R A e P s S

jenhu

i i =

e

e

ore

!

dguth

fgﬁnlhn

reht Vid

n N

eVa

Wigm

i
<
s
;
£
-

ragan
vin
¢ Anne

Be

SR @AY 1 (et B,

el

|
nch
ne
lot
er

Ko

(|
H
tkel

IN

ick Ukra
Ya

Sally A
\
Alv

Dave

g ! y e\ 8 L]
. Y R A ‘Mma.!,!il.i-lx ot |

,J&h.*‘u?&g&&cfaﬁa&ﬁ.o Vv et

e N R TP

3 ,..‘ﬁ@quﬁw»hﬁwﬁﬁw@hg ST

NG\ AL IO R &

B AN ’ 2
R A e
™ T ¥ 3

M %‘ V.JIE”._‘ 4
4 i)
BAL/ | a».—“v..m..




